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GFP Knockout HEK293T Cells (L00022).
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human UBR3 130507 BC113010 NM_ 172070
About the gene

Official Symbol UBR3

Previous Symbol ZNF650

Official Full Name | ubiquitin protein ligase E3 component n-recognin 3

Synonyms KIAA2024; DKFZp434P117; FLJ37422
Location 2q31.1

Gene Type protein-coding gene

Uniprot ID Q6ZT12

Pathway/Library Ubiquitin Ligases Genes Library

E3 ubiquitin-protein ligase which is a component of the N-end rule pathway (By similarity). Does not
bind to proteins bearing specific N-terminal residues that are destabilizing according to the N-end rule,
leading to their ubiquitination and subsequent degradation (By similarity). May play a role in Shh
signaling by mediating the ubiquitination of Kif7 (By similarity). May be important for MYH9 function in
certain tissues, possibly by regulating the ubiquitination of MYH9 and consequently affecting its
interaction with MYO7A (PubMed:27331610). UBR3 HUMAN,Q6ZT12
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L00020 Control Knockout HEK293T Cells 132/
100022 GFP Knockout HEK293T Cells 132 /%8
0222 R -FERH R IR (100X) 100ml
D0508S/M R 2 2 e SR A A U k) 25/1004%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (&M 2 25) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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